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ABSTRACT

ARTICLE DETAILS

SARS-CoV-2 is a type of corona virus that infects humans with pneumonia, and it began spreading in ~ Published On:
Wuhan, China, in late December of last year. So far, there is no cure for the emerging corona virus, and 31 August 2023
it is spreading rapidly, recording more than 200 million infections and deaths in large numbers. It is

possible that infection with the emerging corona virus may be accompanied by some different

symptoms, which are: cough, high temperature and shortness of breath. The Corona virus (SARS-CoV-

2) has occupied a special importance since it invaded the world in 2020, and perhaps we do not

exaggerate if we say that this unprecedented pandemic of the twenty-first century has changed many

features of people’s lives in it, and this virus has appeared in several different mutations, as The severity

of the virus increased and became more resistant to the vaccine. The aim of this descriptive minireview,

generally, is to shed light on the mergence of different mutations in SARS-CoV-2 and the long term of

Covid-19 impact.
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INTRODUCTION

Coronavirus is a newly emerging infection, and it was
recorded or appeared in China in 2003 and Saudi Arabia in
2012, and this virus is very rare and transmitted between
people through infection, and it affects more in the elderly
and people with weak immunity.

Corona virus is one of the viruses that attack the respiratory
system, and it was discovered in the 1960s, and it was called
by this name because its shape resembles a crown, and it
belongs to the group of coronaviruses (coronaviruses) that
are generally considered not dangerous, and usually cause
simple cold symptoms. However, there are some dangerous
types. A certain type may cause the death of more than 475
people from the Middle East with Middle East Respiratory
Syndrome (MERS), which first appeared in 2012 in Saudi
Avrabia, and then in other countries in the Middle East. And
Africa, Asia, and Europe, and before that in 2003 another
type of this family spread, and killed a number of patients,
and it was called at that time Severe acute respiratory
syndrome (SARS).

TRANSMISSION AND SPREAD
Severe acute respiratory syndrome coronavirus 2, or SARS-
CoV-2, causes coronavirus disease 2019, or COVID-19).

Available on:
https://ijmscr.org/

The virus that causes COVID-19 appears to spread easily
between people, and scientists will continue to discover
more about how it spreads over time. The data showed that
it spreads through close personal contact (within 6 feet, or 2
metres). The virus spreads through respiratory droplets
released when an infected person coughs, sneezes, breathes,
sings or talks. This spray can be inhaled or put into the
mouth, nose, or eyes of a nearby person.

COVID-19 can sometimes be spread by exposure to small
droplets or mists that remain in the air for several minutes or
hours. This is called airborne transmission. It is not yet
known how common the virus is to spread in this way.

It can also be transmitted if a person touches a surface or
object contaminated with the virus and then touches their
mouth, nose or eyes, but the risk of transmission in this way
is low.

CLINICAL MANIFESTATION AND SYMPTOMS

Symptoms of the Corona virus are usually similar to the
symptoms of an upper respiratory infection, such as the
symptoms of the common cold or influenza, which can be
controlled by rest, drinking fluids, and taking over-the-
counter medications. Corona virus fever and runny nose.
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coughing; sneezing; sore throat. Feeling tired and exhausted.
20% of the patients suffer from severe pneumonia

SARS-CoV-2 MUTATION

A mutation is a change in the vital genetic information
encoded or known as genetic information, which is present
in the deoxyribonucleic acid (RNA) and chromosomes in the
DNA. The genetic makeup and stability of SARS-CoV-2 are
major determinants of its virulence and disease
pathogenesis.

Scientists have revealed that the Corona virus may go
through sharp mutations during its replication that may put
us in front of a new, more virulent version of the virus.
Imagine that you copy and paste a certain sentence, and then
imagine that the result of this process is half a correct
sentence and another half random letters. The virus's genetic
genome is very different from the original genome of the
virus, in a phenomenon called recombination.

An American study in which three types of Corona virus
were taken showed that the three viruses had a severe
recombination of their genes during their replication in the
laboratory.

What raises the concerns of scientists about what is
happening is that this phenomenon of recombination may:

* Suddenly and without warning make the virus turn into
more dangerous strains while it is in the body.

« It allows an exchange in the genetic makeup of more than
one strain of the Corona virus during division and
replication when meeting in one patient's body, which is
rare.

* Cause changes in certain proteins found within the genetic
structure of viruses called (The spike protein), and these
proteins are the genetic part responsible for making viruses
able to infect the human cell, which is something that may
be dangerous, as it may make the Corona virus pave the way
for viruses Others begin to infect humans after their effect
was limited to animals.

The genetic code of the coronavirus is preserved in about
30,000 parts of its RNA. When the virus infects human
cells, the genetic code is copied to make new virus particles.
During the copying process, errors occur that turn into
mutations in the new virus, knowing that most of them have
little effect, while some weaken the virus and die.
Sometimes, the mutation helps the virus, for example, by
making it attachable to human cells more effectively, or
enabling it to evade some of the defense mechanisms that
the body builds after infection or vaccination.

The genetic sequences of early SARS-CoV-2 isolates from
infected patients in Wuhan showed more than 88%
nucleotide homology with the two strains of SARS
coronaviruses very similar to the strains isolated from bats,
indicating the animal source of the virus. Indeed, bats have
been identified as reservoir hosts for SARS-CoV-2.

One of the first mutations that occurred was the so-called
"D614G" mutation, which stabilizes the barbed proteins that
enable the virus to attach to and infect human cells.

The mutations of concern appear in three variants, rapidly
spreading B117 and 501YV1 first detected in Kent, Britain,
B1351 and 501YV2 first found in South Africa, and P1 and
501YV3 first detected in Brazil.

FINAL IMPACT OF MUTATION

Although at first glance what is happening may seem
dangerous, scientists believe that the phenomenon of
recombination taking place may have a positive side in the
long term in their efforts to defeat the virus and find drugs
that may help to overcome the current pandemic.

While mutations may sometimes be positive for the virus, at
other times they may cause abnormalities in the copied viral
particles that can impair their structure, making the virus
less able to carry out its usual functions.

And between the positive and the negative, it is still too
early to resolve the issue regarding the severity of the
recombination phenomenon experienced by the viruses that
cause the Corona pandemic, and whether this phenomenon
may pave the way for a new pandemic or may be a glimmer
of hope for finding effective treatments.
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